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SEQUENCE LISTING 

<110> Aventis Pharmaceuticals inc. 
PARKAR, Ashfaq 
AUGUST, Paul 
KUNTZWEILER, Theresa 
ARDATI, Mohamad Ali 
BASKARAN, Namadev 

<120> Nucleic Acid Encoding A Novel Prostaglandin Receptor Protein And 
Methods of Use Thereof 



<130> USAV2003/0073 US NP 










<140> 10/747,994 
<141> 2003-12-30 












<160> 18 














<170> Patentin version 3.3 










<210> 1 
<211> 1038 
<212> DNA 

<213> cavia porcellus 










<400> 1 
atgtccttct 


atccctgcaa 


caccaccgcc 


tcggtacgga 


gtgggaactc 


ggcgacggtg 


60 


ggcggagtgc 


tcttcagcgc 


gggcctcctg 


ggcaacctgc 


tggccctagc 


gctgctggca 


120 


cgctcggggc 


tcgggtcctg 


ccggccgcgc 


ccgcagccct 


cagtcttcta 


cgtgctggtg 


180 


tgcggcttga 


cggtcacaga 


cctgctaggc 


aagtgcctgg 


tgagcccggt 


ggtgctggct 


240 


gcctatgcgc 


aaaaccggag 


cctcagggga 


ctggcacccg 


cgcagggcga 


ctcgctgtgc 


300 


caagccttcg 


ccttcatcat 


gtccttcttt 


gggctcgcct 


cgacgctcca 


gctcttagcc 


360 


atggccctag 


agtgctggct 


gtccctggga 


caccccttct 


tctaccagcg 


gcacatcact 


420 


gtgcgccggg 


gcgtgctcgt 


ggcgccggct 


gtgggcgcct 


tcagcctggc 


tttctgcgcg 


480 


ctccccttcg 


tgggcttcgg 


gaactttgtg 


cagtactgtc 


ccggcacctg 


gtgtttcttc 


540 


cagatgatct 


ccggggacga 


ctcgccgtcg 


gtgaagggct 


actcggtgct 


gtactccacc 


600 


ctcatggcgc 


tgttggtgct 


cgccatcgtg 


ctgtgcaacc 


tgggcgccat 


gcgcaacctc 


660 


tacaccatgc 


accagcgcct 


gcgacggcac 


acgcgctgct 


gcagcctccg 


ggaccgcgcg 


720 


ggcgaggcgt 


ttccgcaatc 


cttggaggag 


ctggaccacc 


tgctgctgct 


ggccctcatg 


780 


accgtgctct 


tcaccatgtg 


cactctgccg 


ttagtttatc 


gcgcttacta 


tggagcattt 


840 


aaagctgtcg 


aagaggagcc 


cgacgacctc 


ctagccttgc 


gttttctctc 


tgtgatttca 


900 


atcgtggacc 


cttggatctt 


tatcattttc 


agaacttcag 


tatttcggat 


gttttttcac 


960 


aagattttca 


taagacctct 


tctttaccga 


aactggcact 


gccacttcta 


ccaaactaac 


1020 


gtggaatcca 


gtctgtga 




Page 


1 




1038 
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<210> 2 
<211> 345 
<212> PRT 

<213> Cavia porcellus 
<400> 2 

Met Sen Phe Tyr Pro Cys Asn Thr Thr Ala Ser val Arg Ser Gly Asn 
15 10 15 

Ser Ala Thr Val Gly Gly val Leu Phe Ser Ala Gly Leu Leu Gly Asn 
20 25 30 

Leu Leu Ala Leu Ala Leu Leu Ala Arg Ser Gly Leu Gly ser Cys Arg 
35 40 45 

Pro Arg Pro Gin Pro Ser val Phe Tyr val Leu Val Cys Gly Leu Thr 
50 55 60 

val Thr Asp Leu Leu Gly Lys Cys Leu val Ser Pro val val Leu Ala 
65 70 75 80 

Ala Tyr Ala Gin Asn Arg Ser Leu Arg Gly Leu Ala Pro Ala Gin Gly 
85 90 95 

Asp Ser Leu Cys Gin Ala Phe Ala Phe lie Met Ser Phe Phe Gly Leu 
100 105 110 

Ala Ser Thr Leu Gin Leu Leu Ala Met Ala Leu Glu Cys Trp Leu Ser 
115 120 125 

Leu Gly His Pro Phe Phe Tyr Gin Arg His lie Thr val Arg Arg Gly 
130 135 140 

val Leu val Ala Pro Ala val Gly Ala Phe Ser Leu Ala Phe Cys Ala 
145 150 155 160 

Leu Pro Phe Val Gly Phe Gly Asn Phe val Gin Tyr Cys Pro Gly Thr 
165 170 175 

Trp Cys Phe Phe Gin Met lie Ser Gly Asp Asp Ser Pro Ser Val Lys 
180 185 190 

Gly Tyr Ser val Leu Tyr Ser Thr Leu Met Ala Leu Leu val Leu Ala 
195 200 205 

lie Val Leu Cys Asn Leu Gly Ala Met Arg Asn Leu Tyr Thr Met His 
210 215 220 

Page 2 
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Gin Arg Leu Arg Arg His Thr Arg cys Cys Ser Leu Arg Asp Arg Ala 
225 230 235 240 

Gly Glu Ala Phe Pro Gin ser Leu Glu Glu Leu Asp His Leu Leu Leu 
245 250 255 

Leu Ala Leu Met Thr Val Leu Phe Thr Met Cys Thr Leu Pro Leu Val 
260 265 270 

Tyr Arg Ala Tyr Tyr Gly Ala Phe Lys Ala val Glu Glu Glu Pro Asp 
275 280 285 

Asp Leu Leu Ala Leu Arg Phe Leu ser val lie Ser lie val Asp Pro 
290 295 300 

Trp lie Phe lie lie Phe Arg Thr ser val Phe Arg Met Phe Phe His 
305 310 315 320 

Lys lie Phe lie Arg Pro Leu Leu Tyr Arg Asn Trp His Cys His Phe 
325 330 335 

Tyr Gin Thr Asn val Glu Ser ser Leu 
340 345 

<210> 3 
<211> 21 
<212> DNA 
<213> Artificial 

<220> 

<223> 675_Topo_F3 primer 
<400> 3 

gggacaccct ttcttctaca a 

<210> 4 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> 675_Topo_R2 primer 
<400> 4 

gaacacatgg tgaagagcac tg 



<210> 5 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 
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<223> 675_GP_3 ' RACE_F primer 



<400> 5 

gtgctcgtgg cgccggtgtg 20 

<210> 6 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> 675_Rev_P2 primer 
<400> 6 

cacatggtga agagcacggt catga 25 

<210> 7 

<211> 28 

<212> DNA 

<213> Artificial 

<220> 

<223> 675_RACE_r9 primer 
<400> 7 

tcaccaggca cttgcctagc aggtctgt 28 

<210> 8 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> GW675 forward primer 
<400> 8 

aaaagcaggc ttaggaatgt ccttctatcc ctgcaacac 39 

<210> 9 

<211> 37 

<212> DNA 

<213> Artificial 

<220> 

<223> GW675 reverse primer 
<400> 9 

aagaaagctg ggtctcacag actggattcc acgttag 37 

<210> 10 
<211> 9 
<212> PRT 

<213> Cavia porcellus 
<400> 10 

Gin Tyr Cys Pro Gly Thr Trp Cys Arg 
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<210> 11 
<211> 15 
<212> PRT 

<213> Cavia porce11us 
<400> 11 

Arg Phe Leu Ser val lie Ser lie val Asp Pro Trp lie Phe lie 
15 10 15 



<210> 12 

<211> 1080 

<212> DNA 

<213> Homo sapiens 

<400> 12 





cy L LCXaccg 


^^rt^^a/ia a/" 
C LgCCagaaC 


aCCaCC LC Lg 


tggaaaaagg 


caactcggcg 


DU 


grgaxgggcg 


gggtgcLCLL 


Cagcaccyyc 


CLCCLgggca 


acctgctggc 


cctggggctg 




^ Lggv.g(.gc L 


cggggctggg 


g xgg ugctcg 


cygcgxccac 


tgcgcccgct 


gccctcggtc 


1 Jin 


LX.C LaCaLgC 


tggrgrgrgg 


cc Lgacgguc 


accgacx ugc 


tgggcaagtg 


cctcctaagc 




ccggtggtgc 


tggctgccta 


cgctcagaac 


cggagtctgc 


gggtgcttgc 


gcccgcattg 


300 


gacaactcgt 


tgtgccaagc 


cttcgccttc 


ttcatgtcct 


tctttgggct 


ctcctcgaca 


360 


ctgcaactcc 


tggccatggc 


actggagtgc 


tggctctccc 


tagggcaccc 


tttcttctac 


420 


cgacggcaca 


tcaccctgcg 


cctgggcgca 


ctggtggccc 


cggtggtgag 


cgccttctcc 


AO f\ 

480 


ctggctttct 


gcgcgctacc 


tttcatgggc 


ttcgggaagt 


tcgtgcagta 


ctgccccggc 


540 


acctggtgct 


ttatccagat 


ggtccacgag 


gagggctcgc 


tgtcggtgct 


ggggtactct 


600 


gtgctctact 


ccagcctcat 


ggcgctgctg 


gtcctcgcca 


ccgtgctgtg 


caacctcggc 


660 


gccatgcgca 


acctctatgc 


gatgcaccgg 


cggctgcagc 


ggcacccgcg 


ctcctgcacc 


720 


agggactgtg 


ccgagccgcg 


cgcggacggg 


agggaagcgt 


cccctcagcc 


cctggaggag 


780 


ctggatcacc 


tcctgctgct 


ggcgctgatg 


accgtgctct 


tcactatgtg ttctctgccc 


840 


gtaatttatc 


gcgcttacta 


tggagcattt 


aaggatgtca 


aggagaaaaa 


caggacctct 


900 


gaagaagcag 


aagacctccg 


agccttgcga 


tttctatctg 


tgatttcaat 


tgtggaccct 


960 


tggattttta 


tcattttcag 


atctccagta 


tttcggatat 


tttttcacaa 


gattttcatt 


1020 


agacctctta 


ggtacaggag 


ccggtgcagc 


aattccacta 


acatggaatc 


cagtctgtga 


1080 


<210> 13 
<211> 1074 
<212> DNA 

<213> Rattus norvegicus 










<400> 13 
atgaatgagt 


cctatcgctg 


tcaggcagcc 


acctgggtgg 
Page 


aacggggctc 
5 


ctcagcgaca 


60 
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aigggtggtg 


LgCLLL LLag 


LgcaggaCLg 


CLgggcddLC 


xcL.xggLgLX 


yyxyL xyL xy 


1 on 




ggcxggggxc 


L LyL.cyyL.L.a 


gyycLdL Lyc. 


3+"/"/"n/"/"/i/"/" 
d LLLyL.L.y LL. 


uxLyyxLxxx 


J.OI/ 


La ty i.y v.Lay 


Ly LgLyyLLL 


ydCyy LLaLL. 


LaLLLyLLyy 


yLddyxyxLX 


ydXLdyLLLy 




dLyyLLLLyy 


LLyLLLaLyC 


yLddddLLyy 


3 3/1/1 

dyccLdddyy 


33/*+n/*^/i/"/* 
ddLXyCXy LL 


^/l^^+Z* 3/1/1/" 

xycLXLdyyc 




aaLLag L LaL 


g Lgaagcc L L 


CgCCLLLLug 


dLgLCLLLCL 


xxgggxxdgc 


^♦•^rt3 ^^^^3 

cxcgaccxxa 




cciyL LaL Lgg 


LLaLggCaC L 


ggagtgctgg 


L LgLC LCLgg 


gdCdCCLXXX 


^ ^ "5 ^ ^ "5 ^ 

LXXCXdCLdd 




dyy LaLa LLd 


ccyLLcyLLg 


gggagtgcig 


/i^n/i/~/i/*/~3n 

g LggLgccdg 


^/"i^/"3/l/^/~i^/~ 

xLycdggLgc 


LXXLXCXXXg 




gc LL LLLg xg 


cgctccccLL 


rgc LggcL L L 


M M M ^ ^ M 4' ^ ^ M 

gggaagxtcg 


xgcagxacxg 


xccaggxacc 




Lgg LgcL LLa 


LCcagaLgaL 


^ ^ ^ ^ ^ ^ ^ 
ccacaagaag 


cgcxcaL lcl 


cggxaaxagg 


cxxcxcxgxg 


Ann 


CLCLciCLCca 


gccLcatggc 


gctgcLggxc 


cxcgcaacxg 


<#• MM^'M'f' M ^ <^ 

xggxgxgcaa 


^ ^<4'MMM<#' M ^ 

ccxgggxgcc 


DOU 


aLgLCCadCC 


LCLaLgccaL 


M ^ <9 ^ *^ MM ^M^ 

gcacaggcgc 


cagaggcacc 


■S ^ ^ ^ ^ ^M^ ^M 

axccccgccg 


M ^ ^ MM 

cxgcxccagg 


/ 


gaccgcgccc 


agrcaggcLC 


^ M ^ ^ ^ ^ M M 

agacxacagg 


caxgggxccc 


cgaaxccxxx 


MM ^ MM ^ M M 

ggaggagcxg 


/oU 


gaccactttg 


ttctgctggc 


tctcacgaca 


gtgctcttca 


ccatgtgttc 


cctgccttta 


840 


atttatcgtg 


cttactatgg 


agcctttaaa 


cttgtggaca 


gagctgacgg 


agactcggaa 


900 


gacctccaag 


ccttgcgttt 


tctgtctgtg 


atttccatcg 


tggacccctg 


gatcttcatc 


960 


attttcagga 


cttcagtatt 


ccggatgtta 


tttcacaagg 


ctttcacaag 


acctctgatc 




tacagaaact 


ggtgcagcca 


ttcctggcag 


actaacatgg 


aatccacttt 


gtga 


1074 


<210> 14 

<211> 1074 

<212> DNA 

<213> Mus musculus 












<400> 14 
atgaacgagt 


cctatcgctg 


LCdgdCdLCC 


^ ^ M M M ^ M M 

dccxgggxgg 


dddggggcxc 


cxcggcgacg 


DU 


atgggcgctg 


tgctcttcgg 


^ M ^ M M M M ^ ^ ^ 

xgcggggcLL 


^ ^ M MM ^ ^ ^ ^ ^ 

cxgggcaaxc 


^ ^ ^ ^ M M ^ M ^ ^ 

xxcxggcgcx 


ggxgcxgcxg 




gcgcgctcgg 


gactggggtc 


ttgccggcca 


gggccactac 


acccgccgcc 


ctcggtcttt 


loU 


tatgtgctcg 


tgtgtggctt 


gacggtcacc 


gacttgctgg 


gcaattgtct 


gatcagcccg 




atggtcctgg 


ctgcctacgc 


gcaaaaccag 


agcctaaagg 


aactgctgcc 


tgcctcaggc 


3 AA 


aatcagttat 


gcgaaacgtt 


cgccttcctg 


atgtccttct 


ttgggctagc 


ctcgacctta 


?CA 


cagctgttgg 


ctatggcggt 


ggagtgctgg 


ctgtctctgg 


gacacccctt 


cttctaccaa 


420 


aggcacgtca 


ccttgcgccg 


gggagtgctg 


gtggcaccgg 


tcgtggccgc 


cttctgcttg 


480 


gctttctgtg 


cgctcccctt 


tgctggtttt 


gggaagttcg 


tgcagtactg 


tccaggcacc 


540 


tggtgtttca 


tccagatgat 


ccacaaggag 


cgttcatttt 


cggtaatagg 


cttctctgtg 


600 


ctctactcca 


gcctcatggc 


gctgctggtc 


ctcgcaaccg 
Page 


tggtgtgcaa 
6 


cctgggtgcc 


660 
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atgtacaacc tctatgacat gcacaggcgc cagaggcact atcctcaccg ctgctccagg 720 

gaccgcgccc agtcaggctc agactacagg cacgggtccc tgcatccttt ggaggagctg 780 

gaccactttg tgctgctggc tctcatgaca gtgctcttca ccatgtgttc cctgccttta 840 

atttatcgtg cgtactatgg agcctttaaa cttgagaaca aagctgaagg agactcagaa 900 

gacctccaag ccttgcgttt cctgtctgtg atttccatag tggacccctg gatcttcatc 960 

atcttcagga cttcagtatt ccggatgtta tttcacaagg ttttcacaag acctctgatc 1020 

tacagaaact ggagcagcca ttcccagcaa agtaacgtgg aatccacttt gtga 1074 

<210> 15 

<211> 359 

<212> PRT 

<213> Homo sapiens 

<400> 15 

Met Lys Ser Pro Phe Tyr Arg Cys Gin Asn Thr Thr Ser Val Glu Lys 
15 10 15 

Gly Asn Ser Ala Val Met Gly Gly Val Leu Phe ser Thr Gly Leu Leu 
20 25 30 

Gly Asn Leu Leu Ala Leu Gly Leu Leu Ala Arg ser Gly Leu Gly Trp 
35 40 45 

Cys ser Arg Arg Pro Leu Arg Pro Leu Pro Ser Val Phe Tyr Met Leu 
50 55 60 

Val Cys Gly Leu Thr val Thr Asp Leu Leu Gly Lys Cys Leu Leu Ser 
65 70 75 80 

Pro Val Val Leu Ala Ala Tyr Ala Gin Asn Arg ser Leu Arg Val Leu 
85 90 95 

Ala Pro Ala Leu Asp Asn Ser Leu Cys Gin Ala Phe Ala Phe Phe Met 
100 105 110 

Ser Phe Phe Gly Leu ser Ser Thr Leu Gin Leu Leu Ala Met Ala Leu 
115 120 125 

Glu Cys Trp Leu Ser Leu Gly His Pro Phe Phe Tyr Arg Arg His lie 
130 135 140 

Thr Leu Arg Leu Gly Ala Leu val Ala Pro val Val ser Ala Phe Ser 
145 150 155 160 
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Leu Ala Phe Cys Ala Leu Pro Phe Met Gly Pne Gly Lys Phe val Gin 
165 170 175 

Tyr Cys Pro Gly Thr Trp Cys Phe lie Gin Met Val His Glu Glu Gly 
180 185 190 

Ser Leu Ser Val Leu Gly Tyr Ser val Leu Tyr ser ser Leu Met Ala 
195 200 205 

Leu Leu val Leu Ala Thr val Leu Cys Asn Leu Gly Ala Met Arg Asn 
210 215 220 

Leu Tyr Ala Met His Arg Arg Leu Gin Arg His Pro Arg Ser Cys Thr 
225 230 235 240 

Arg Asp Cys Ala Glu Pro Arg Ala Asp Gly Arg Glu Ala Ser Pro Gin 
245 250 255 

Pro Leu Glu Glu Leu Asp His Leu Leu Leu Leu Ala Leu Met Thr Val 
260 265 270 

Leu Phe Thr Met Cys Ser Leu Pro Val lie Tyr Arg Ala Tyr Tyr Gly 
275 280 285 

Ala Phe Lys Asp Val Lys Glu Lys Asn Arg Thr Ser Glu Glu Ala Glu 
290 295 300 

Asp Leu Arg Ala Leu Arg Phe Leu Ser Val lie Ser lie Val Asp Pro 
305 310 315 320 

Trp lie Phe lie lie Phe Arg Ser Pro Val Phe Arg lie Phe Phe His 
325 330 335 

Lys lie Phe lie Arg Pro Leu Arg Tyr Arg Ser Arg Cys Ser Asn Ser 
340 345 350 

Thr Asn Met Glu Ser Ser Leu 
355 

<210> 16 
<211> 357 
<212> PRT 

<213> Rattus norvegicus 
<400> 16 

Met Asn Glu Ser Tyr Arg cys Gin Ala Ala Thr Trp val Glu Arg Gly 
15 10 15 
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Ser Ser Ala Thr Met Gly Gly val Ala Phe Ser Ala Gly Leu Leu Gly 
20 25 30 

Asn Leu Leu Ala Leu Val Leu Leu Ala Arg Ser Gly Leu Gly Ser Cys 
35 40 45 

Arg Pro Gly Pro Leu His Pro Pro Pro Ser val Phe Tyr val Leu val 
50 55 60 

Cys Gly Leu Thr Val Thr Asp Leu Leu Gly Lys Cys Leu He Ser Pro 
65 70 75 80 

Met Val Leu Ala Ala Tyr Ala Gin Asn Arg Ser Leu Lys Glu Leu Leu 
85 90 95 

Pro Ala Ser Gly Asn Gin Leu Cys Glu Ala Phe Ala Phe Leu Met Ser 
100 105 110 

Phe Phe Gly Leu Ala Ser Thr Leu Gin Leu Leu Ala Met Ala Leu Glu 
115 120 125 

Cys Trp Leu Ser Leu Gly His Pro Phe Phe Tyr Gin Arg His lie Thr 
130 135 140 

Ala Arg Arg Gly val Leu val Ala Pro val Ala Gly Ala Phe ser Leu 
145 150 155 160 

Ala Phe Cys Ala Leu Pro Phe Ala Gly Phe Gly Lys Phe Val Gin Tyr 
165 170 175 

Cys Pro Gly Thr Trp cys Phe lie Gin Met lie His Lys Lys Arg ser 
180 185 190 

Phe ser val He Gly Phe Ser val Leu Tyr Ser Ser Leu Met Ala Leu 
195 200 205 

Leu val Leu Ala Thr Val Val Cys Asn Leu Gly Ala Met ser Asn Leu 
210 215 220 

Tyr Ala Met His Arg Arg Gin Arg His His Pro Arg Arg Cys Ser Arg 
225 230 235 240 

Asp Arg Ala Gin Ser Gly Ser Asp Tyr Arg His Gly ser Pro Asn Pro 
245 250 255 

Leu Glu Glu Leu Asp His Phe Val Leu Leu Ala Leu Thr Thr Val Leu 
260 265 270 
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Phe Thr Met Cys Ser Leu Pro Leu lie Tyr Arg Ala Tyr Tyr Gly Ala 
275 280 285 

Phe Lys Leu val Asp Arg Ala Asp Gly Asp Ser Glu Asp Leu Gin Ala 
290 295 300 

Leu Arg Phe Leu Ser val lie Ser lie val Asp Pro Trp lie Phe lie 
305 310 315 320 

lie Phe Arg Thr Ser Val Phe Arg Met Leu Phe His Lys Thr Phe Thr 
325 330 335 

Arg Pro Leu lie Tyr Arg Asn Trp Cys Ser His ser Trp Gin Thr Asn 
340 345 350 

Met Glu Ser Thr Leu 

355 

<210> 17 

<211> 357 

<212> PRT 

<213> Mus musculus 

<400> 17 

Met Asn Glu ser Tyr Arg Cys Gin Thr Ser Thr Trp Val Glu Arg Gly 
15 10 15 

Ser Ser Ala Thr Met Gly Ala Val Leu Phe Gly Ala Gly Leu Leu Gly 
20 25 30 

Asn Leu Leu Ala Leu Val Leu Leu Ala Arg Ser Gly Leu Gly Ser Cys 
35 40 45 

Arg Pro Gly Pro Leu His Pro Pro Pro Ser Val Phe Tyr val Leu val 
50 55 60 

Cys Gly Leu Thr Val Thr Asp Leu Leu Gly Lys Cys Leu lie Ser Pro 
65 70 75 80 

Met Val Leu Ala Ala Tyr Ala Gin Asn Gin Ser Leu Lys Glu Leu Leu 
85 90 95 

Pro Ala ser Gly Asn Gin Leu Cys Glu Thr Phe Ala Phe Leu Met ser 
100 105 110 

Phe Phe Gly Leu Ala ser Thr Leu Gin Leu Leu Ala Met Ala Val Glu 
115 120 125 
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Cys Trp Leu ser Leu Gly His Pro Rhe Phe Tyr Gin Arg His val Thr 
130 135 140 

Leu Arg Arg Gly Val Leu val Ala Pro val val Ala Ala Phe Cys Leu 
145 150 155 160 

Ala Phe Cys Ala Leu Pro Phe Ala Gly Phe Gly Lys Phe val Gin Tyr 
165 170 175 

Cys Pro Gly Thr Trp cys Phe lie Gin Met lie His Lys Glu Arg Ser 
180 185 190 

Phe Ser val lie Gly Phe Ser val Leu Tyr ser ser Leu Met Ala Leu 
195 200 205 

Leu val Leu Ala Thr val val Cys Asn Leu Gly Ala Met Tyr Asn Leu 
210 215 220 

Tyr Asp Met His Arg Arg Gin Arg His Tyr Pro His Arg Cys Ser Arg 
225 230 235 240 

Asp Arg Ala Gin Ser Gly Ser Asp Tyr Arg His Gly Ser Leu His Pro 
245 250 255 

Leu Glu Glu Leu Asp His Phe val Leu Leu Ala Leu Met Thr val Leu 
260 265 270 

Phe Thr Met Cys ser Leu Pro Leu lie Tyr Arg Ala Tyr Tyr Gly Ala 
275 280 285 

Phe Lys Leu Glu Asn Lys Ala Glu Gly Asp Ser Glu Asp Leu Gin Ala 
290 295 300 

Leu Arg Phe Leu Ser Val lie ser lie val Asp Pro Trp He Phe lie 
305 310 315 320 

He Phe Arg Thr Ser val Phe Arg Met Leu Phe His Lys Val Phe Thr 
325 330 335 

Arg Pro Leu lie Tyr Arg Asn Trp Ser Ser His Ser Gin Gin Ser Asn 
340 345 350 

Val Glu Ser Thr Leu 
355 

<210> 18 
<211> 359 
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<212> PRT 

<213> Artificial 

<220> 

<223> majority sequence of guinea pig, human, mouse and rat 
<220> 

<221> MISC^FEATURE 

<222> (294) . . (294) 

<223> E, K, N or D 

<220> 

<221> MISC^FEATURE 

<222> (298).. (298) 

<223> S, E or D 

<220> 

<221> MISC_FEATURE 

<222> (347).. (347) 

<223> C or S 

<220> 

<221> MISC_FEATURE 

<222> (351). .(351) 

<223> Y, N, Q or W 

<400> 18 

Met Asn Glu Ser Phe Tyr Arg Cys Gin Thr Thr Thr Ser Val Glu Arg 
15 10 15 

Gly Ser Ser Ala Thr Met Gly Gly val Leu Phe Ser Ala Gly Leu Leu 
20 25 30 

Gly Asn Leu Leu Ala Leu Val Leu Leu Ala Arg Ser Gly Leu Gly Ser 
35 40 45 

Cys Arg Pro Gly Pro Leu His Pro Pro Pro Ser val Phe Tyr Val Leu 
50 55 60 

Val cys Gly Leu Thr val Thr Asp Leu Leu Gly Lys Cys Leu lie Ser 
65 70 75 80 

Pro val val Leu Ala Ala Tyr Ala Gin Asn Arg Ser Leu Lys Glu Leu 
85 90 95 

Ala Pro Ala Ser Gly Asn Ser Leu Cys Glu Ala Phe Ala Phe Leu Met 
100 105 110 

Ser Phe Phe Gly Leu Ala ser Thr Leu Gin Leu Leu Ala Met Ala Leu 
115 120 125 

Glu Cys Trp Leu Ser Leu Gly His Pro Phe Phe Tyr Gin Arg His lie 
130 135 140 
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Thr Leu Arg Arg Gly val Leu Val Ala Pro Val Val Gly Ala Phe ser 
145 150 155 160 

Leu Ala Phe Cys Ala Leu Pro Phe Ala Gly Phe Gly Lys Phe val Gin 
165 170 175 

Tyr Cys Pro Gly Thr Trp Cys Phe lie Gin Met lie His Lys Glu Arg 
180 185 190 

Ser Phe Ser val lie Gly Phe Ser val Leu Tyr ser ser Leu Met Ala 
195 200 205 

Leu Leu val Leu Ala Thr val val Cys Asn Leu Gly Ala Met Arg Asn 
210 215 220 

Leu Tyr Ala Met His Arg Arg Leu Arg His His Pro Arg Arg Cys ser 
225 230 235 240 

Arg Asp Arg Ala Gin ser Gly Ser Asp Tyr Arg Glu Gly ser Pro Gin 
245 250 255 

Pro Leu Glu Glu Leu Asp His Leu val Leu Leu Ala Leu Met Thr Val 

260 265 270 

Leu Phe Thr Met Cys Ser Leu Pro Leu lie Tyr Arg Ala Tyr Tyr Gly 
275 280 285 

Ala Phe Lys Leu val xaa Glu Arg Ala xaa Gly Asp ser Glu Asp Leu 
290 295 300 

Gin Ala Leu Arg Phe Leu ser val lie Ser lie Val Asp Pro Trp lie 
305 310 315 320 

Phe lie lie Phe Arg Thr ser val Phe Arg Met Leu Phe His Lys lie 
325 330 335 

Phe lie Arg Pro Leu lie Tyr Arg Asn Trp xaa Ser His Ser xaa Gin 
340 345 350 

Thr Asn val Glu Ser ser Leu 
355 
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